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SESAMICELAEE D 20D, KFICKIIT
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EBHBITNAN Y | DSW OISR,

FIKE, KA R IR ORRERER BE (2585 LTV
HZEDDL, HILWEHAMEELEEL TNDHH]
BEMENEZE X b D, 2 CTAMIZETIIH AL H
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AFLT, kit —4 o EE2 AW THAY
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rRNA SBE FHEEH 2 ==Y LT T ~—% [
UNT PCR 21TV, 45 5 007~ HENE FEY) A& IR AR s —
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Roche) 12t U CHAEMREEMSIE 2T L=, K
WA T ARIROBUKERARE L 0 DSW 8% O I8
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15 Bk ¥EEFE 1R 1512 B16 IR b9~ 2 ffnEE
NED LN, ZD 15ROV T X 512 NBL
B ~DEZ T T= & Z A, 3RS NBL Hilfa
RV A 7R L7203, fthod 12 BRIZEEDMERD >
7=, ZZT. ZHBHD 12 BRIZDOUWT 16S

rRNA G FRMT 21T -7 & 2 A, AKA32 ¥k (f*
GARIREK) 1RO BHERE TH D Z L 3R
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Streptomyces 37 SyEfich 21 8
Streptomyces a4 LyEfich 46 9
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2t SHE g3t HHE RN (o) EE
AKA32 fRoyRR DSW Nonomuraea asiatica 97.3(1435) o

AKA39 fREfRRDSW Streptomyces bingchenggensis  99.6(1476)
AKA43 fRETRRDSW  Actinomadura geliboluensis — 99.4(1280)
AKA103a TR DSW Streptomyces heilongiiangensis  98.3(1078)
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AKAL08 fFZFFR DSW Streptomyces sanglier 97.1(1045)
AKAL119 fRSiRRDSW  Micromonoaspora chalcea 99.3(1052)
AKA128 fRSiRRDSW  Streptomyces pulveraceus 99.7(1162) &
SA1  JURESSW RED L
SA2 KB SSW  Streplomyces turgidiscables  99.9(1265) /&
SAd  ZKE SSW Mycobacterium poriferae 97.7(1498) h
DA2  ZKE DSW et h
KD3  ZKE DSW Streptomyces globosus 98.5(1262) th
KD7T  #3kE DSwW Actinobacteria bacterium 93.7(1263)
KD38 KB DSW Streptomyces antibioticus 90.3(1284) &
KS30  ROKBSSW RIETD th
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